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 E. coli Tuner (DE3) pET21a E. coli Tuner (DE3) pETmerA A. ferrooxidans MON-1 

 

(U/mg) 
0.001 2.58 0.45 

 1U 1 1μmol Hg2+  
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3  (PMA)  

 Recombinant MerA  A. ferrooxidans MON-1  MON-1 Rec.MerA 

 

(U/mg) 
0.032 0.052 0.229 

 1U 1 1μmol Hg  
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